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B COMPANY PROFILE

Founded in 2012, Zhuhai Biori Biotechnology Co.,Ltd has been focusing on the core raw materials of nucleic acid
diagnostic reagents, and was successively awarded as “The National High-tech Enterprise”, “The Specialized, Refined,
Differentiated, and Innovative Little Giant Enterprise in Guangdong Province” and “The Unicorn Seed Enterprise in
Zhuhai”. Through the rapid development in recent years, Biori has successfully developed full kinds of raw materials(key
enzyme and premix) for nucleic acid diagnosis, which have been widely used by many companies in their development
and production of nucleic acid diagnostic reagents. At the same time, Biori is increasing its investment in the development
and research of MRNA vaccine raw materials and a variety of constant temperature amplification raw materials, and related
products have been launched one after another.

Focus on raw material development and provide professional service. Biori is entering a new era of industry development
at a high speed, and we will firmly pore the upstream core technology to facilitate the development of health industry with
high-quality products and services!
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Zhuhaiadvanced group in fighting Top 50 High-tech Enterprises Small and Medium-sized Growth Project
against COVID-19 in Zhuhai Xiangzhou District Cultivation Enterprise in Zhuhai Xiangzhou District
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INTRODUCTION TO
CUSTOMIZED SERVICES

* R & D platform
v—

P : Genetically engineered
screening of enzyme Modification technology 8 Antibody development
Purification process Enzyme application Sample preservation Instrument and

development development and extraction equipment development

e Customer groups

Biori has been focusing on the research and development of nucleic acid diagnostic raw materials for nearly
ten years, and has accumulated rich experience. We can provide customers with a series of solutions in
various related fields, like technical demonstration to R&D projects, research optimization, pilot-scale

development, and production scale-up.

Customer groups
e —

Clinical diagnosis Animal diagnosis Scientific research Bio-pharmacy

High-throughput mutation

e Customized product
Biori's products, such as nucleic acid diagnostic enzymes, high-performance premix, direct amplification reagents,
rapid amplification reagents, isothermal amplification reagents, extraction reagents, instruments and equipment,

can provide customers with OEM and flexible customized development services.

Customized product
e —

Molecular diagnostic Magnetic bead . : :
enzymes, premix extraction reagents Lyophilized reagents [ Automation equipment
e Service process
Customized service process
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Communication Project development Verification
and approval and optimization RN e U ME and conclusion
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PART 01

LYO-READY RAW ) Lyo-ready raw materials

MATIERIALS series results display

Lyophilized formulations are available for the all products
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Full-line PCR test materials PCRTube (8-Tube Strips), Full stability verification, a variety of
supportlyophilized formula lyophilized microsphere products can be customized, there
(sphere), Vial are certified customers.

Since 2014, Biori has been developing lyophilized raw materials for molecular diagnostic reagents, and has
taken the lead in developing lyophilized enzymes and premix for DNA and RNA detection in China. At present,
Biori has a full set of lyophilized raw materials suitable for fluorescence quantitative detection of DNA and RNA.
Including enzymes for lyophilization, premix, lyophilization protectants, rapid and direct amplification reagents

SIVI™IIILYIN
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Z for lyophilization, loop-mediated isothermal amplification reagents for lyophilization and many other series of
Q lyophilization raw materials products.
E A large number of long-term accelerated stability tests have been carried out on the lyophilized materials,
z which can provide stronger support for the research and development of lyophilized reagents. At present,
o the lyophilized reagent products of our customers are the first to obtain NMPA registration approval.
=]
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o Molecular
% & Screening and validation diagnostic Optimization of lyophilization
= of raw materials reagent process
Eg lyophilized
=
?35
(%2}

Lyophilized Lyophilized Lyophilized Lyﬁ())rglgghzitrlgn Primer probe
hot start hot start protectant cooperative (Customer)
Taq Tth exploration

Complete category (single enzyme, premix),
stable preservation

Biori internal verification:
stable for at least 150 days at 37°C

During the cooperation, the client only needs to provide relevant primers or probes to complete the feasibility
study of the lyophilization project. Biori will help the client to optimize the lyophilized procedure and guide the
client to perform the lyophilized operation.

In order to cooperate with the customer's research and development work, Biorialso undertakes the
lyophilized service. Available lyophilization forms include PCR Tube(8-Tube Strips), lyophilized
microsphere(sphere) and Vial, to help customers quickly obtain the most reliable project results.

l Stability data of lyophilized product in 8-Strip tubes
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@ DNA amplification reagent lyophilized product

Test 1:Accelerated stability (45°C) verification of human genome quadruple detection system

Experimental conditions:

Code FM5071 System Human genome quadruple detection system
Template Human genome template BN 2.5.25.250 pg/pL

Cycling program ~ 50°C 2min;95°C 5min;50 Cycles (95°C 10s, 55°C 40s)

LYO-READY RAW

NUCLEIC ACID DETECTION RYEYNISNVES

Note: In the control group, the liquid reagent of the same batch of lyophilized reagent was prepared immediately.
The lyophilized reagent was vacuum-packed in aluminum foil bag after leaving the box, and accelerated at 45°C.

o
Experimental results: 2
a
o
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n
136673 Lyophilized and at45°C Tmesl | yophilized and at45°C E E
= 109738 = 137198 =w
= for90days = for90days =)0}
082803 1.02748 & 5
055858 058299 & s
=
025832 033849
001997 — 000600 —
024838 -0.35050
1 3 5 7 9 1 13 15 17 19 21 rzs:%gs 27 29 31 33 35 37 39 41 43 45 47 49 1 3 5 7 9 11 13 15 17 19 21 (%35;;5 27 29 31 33 35 37 39 41 43 45 47 49
251127 2.38778
219974 ROX 209285 CY5
wssezz|  —— Priorto lyophilization | —— Priorto lyophilization
157870 Lyophilized and at45°C w2 — |yophilized and at45°C
£ for90days =LA for90days
095385 091212
064212 061699
033080 032185
001908 : : e ; : i B 4‘- >80 002672 B~
028245 026841
1 3 5 T 9 1M 13 15 17 19 21 éﬁi{;;ﬁ 27 29 31 33 35 37 39 41 43 45 47 49 1 3 5 7 9 1M 13 15 17 19 21 éﬁi{;;ﬁ 27 29 31 33 35 37 39 41 43 45 47 49

Test 2:Accelerated stability (45°C) verification of human genome quadruple detection system

Experimental conditions:

Code FM5071 System Human genome quadruple detection system
Template Human genome purification template . femplate 5 5 25 250 pg/ulL

Cycling program  50°C 2min;95°C 5min;50 Cycles (95°C 10s, 55°C 40s)

Note: In the control group, the liquid reagent of the same batch of lyophilized reagent was prepared immediately.
The lyophilized reagent was vacuum-packed in aluminum foil bag after leaving the box, Place at room temperature.
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Experimental results:
Room temperature for 1 yearV
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@ RNA amplification reagent lyophilized products
Test 1: Accelerated Stability (55°C) Verification of Human Total RNA Purification Template Triple Detection System
Experimental conditions:

Code FM5134 System Triple detection system of human total RNA
Template Human total RNA purification template  corcaiR@te 0,464, 4.64.46.4 pg/uL
Cycling program ~ 50°C 15min;95°C 1min;50 Cycles (95°C 15s, 56°C 45s)

Note: In the control group, the liquid reagent of the same batch of lyophilized reagent was prepared immediately.
The lyophilized reagent was vacuum-packed in aluminum foil bag after leaving the box, and accelerated at 55°C.

Experimental results: 55°C for 30 daysV

277423 5.38557

243304 VlC 472017 ROX

20| —— Prior to lyophilization sos77| - —— Prior tolyophilization

1788 — | yophilized and at55°C ¥ — Lyophilizedand at 55°C

£ 140847 for30days A for30days
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9.72708 1.38318
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Test 2: Room temperature Stability Verification of Human Total RNA Purification Template Triple Detection System

Experimental conditions:

NUCLEIC ACID DETECTION RYEYNISNVES

Code FM5134 System Triple detection system of human total RNA

Template Human total RNA purification template COE%re“ tlraatt?on 0.464.4.64.46.4 pg/uL

Cycling program ~ 50°C 15min;95°C 1min;50 Cycles (95°C 15s, 56°C 45s)

INSTRUMENTS | RAW MATERIALS FOR

& REAGENTS

Note: In the control group, the liquid reagent of the same batch of lyophilized reagent was prepared immediately.
The lyophilized reagent was vacuum-packed in aluminum foil bag after leaving the box, Place at room temperature.

Experimental results:

Room temperature for 1 yearV¥

270726 593562

VIC ROX
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eesif  —— [yophilized and atroom
& resis temperature for 1 year

102155

069207

036259
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@® Loop-mediated Isothermal Amplification (LAMP)
Test 1: Accelerated stability validation of LAMP lyophilized system (accelerated at 55°C for 30 days)

Experimental conditions:
Code HW201-R01 System LAMP lyophilized system
Template ADNA coremplate 0.05pg/T.0.5pg/T.5pg/T
Cycling program 65°C, 60min(Fluorescence was collected every minute)

Note: In the control group, the liquid reagent of the same batch of lyophilized reagent was prepared immediately.
Thelyophilized reagent was vacuum-packed in aluminum foil bag after leaving the box and accelerated at 55°C.

Experimental results: 55°C for 30 daysV

2.30005

2.01832

1.73660

— Priorto lyophilization

— Lyophilized and at55°C
for30days

1.45487

n

117315

0.83143

0.80970

0.32798

0.04625

023547
1 ] " 186 21 28 3 36 41 45 51 58

Test 2: Accelerated stability validation of RT-LAMP lyophilized system (accelerated at 55°C for 30 days)
Experimental conditions:
Code HW202-R01 System RT-LAMP lyophilized system
Template Human total RNA colemplate. 1ng/T.10ng/T.100ng /T
Cycling program  65°C, 60min(Fluorescence was collected every minute)

Note: In the control group, the liquid reagent of the same batch of lyophilized reagent was prepared immediately.
Thelyophilized reagent was vacuum-packed in aluminum foil bag after leaving the box and accelerated at 55°C.

Experimental results: 55°C for 30 daysV

0.60301

052914

Priorto lyophilization

—— Lyophilized and at 55°C|
for30days

0.45527

0.38140

030753

Fn

0.23386

0.15973

0.08582
0.01205

-0.081 321

28 N 36 41 45 51 56
BRI

Note: template addition from left to right: 100ng/T, 10ng/T, 1ng/T.
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Bl Stability data of lyophilized products in vials

RNA amplification reagent lyophilized product

Test: Accelerated stability (55°C) validation of triple detection system for human total RNA purification template

Experimental conditions:

Code FM5134 System Triple detection system for human total RNA
Template Human total RNA purification template . remRlate 0.464.4.64.46.4 pg/uL

Cycling program  50°C 15min;95°C 1min;50 Cycles (95°C 15s, 56°C 45s)

Note: Inthe control group, the liquid reagent of the same batch of lyophilized reagent was prepared immediately.
The lyophilized reagent was vacuum-packed in aluminum foil bag after leaving the box and accelerated at 55°C.

Experimental results:

o
55°C for 45 daysV

2esm2 sassas
233525 VlC 389712 ROX

— Priorto lyophilization — Priorto lyophilization
Tosas sssst
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oasiz asirss
= —
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Boedf s
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Bl Stability data of lyophilized microspheres
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RNA amplification reagent lyophilized product

Test: Accelerated stability (55°C) validation of triple detection system for human total RNA purification template

SLIN3IOV3IY B | NOILD313d dldv JIFTONN

=

9 Experimental conditions:

A

=

= Code FMD5084 System Triple detection system for human total RNA
==

7 Template Human total RNA purification template = olemPlate 0464, 4.64, 46.4 pg/uL

Cycling program  50°C 15min;95°C 1min;50 Cycles (95°C 15s, 56°C 45s)

Note: In the control group, the liquid reagent of the same batch of lyophilized reagent was prepared immediately.
Thelyophilized reagent was vacuum-packed in aluminum foil bag after leaving the box and accelerated at 55°C.

Experimental results: 55°C for 30 daysV
271670 VIC 202923 ROX
23| —— Prior to lyophilization s —— Priorto lyophilization
11| Lyophilized 55°CHNs®E30d 1128 —— |yophilized 55°CHNi&30d

5 157491 £ 11713
119431 088538
081371 959940

043312 031343

008252 002747 —

032608 025850
13 5 7 9 11 13 15 17 19 21 23 25 27 29 31 33 35 37 39 41 43 45 47 49 103 5 7 9 11 13 15 17 19 21 23 25 27 20 51 33 35 37 I 41 43 45 47 49
B BEE

231519

sl CYD

1| — Priorto lyophilization

14s128| - —— Lyophilized 55°CHNk30d
PRl

088536

08340

031343

002747

225850

1 3 5 7 9 11 13 18 17 18 21 28 25 27 29 31 33 35 37 39 41 43 45 47 49
E e
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m Novel hot-start Tag DNA Polymerase

PA RT 0 2 m MMLV reverse transcriptase

m Tth DNA Polymerase

RAW MATERIALS ) ® Direct amplification reagents
FOR NUCLEIC ACID

® Fast Amplification Premix For Purified Template

DETECTlON B New Products

m Isothermal amplification

[
m Other products

All products can be customized / have anti-pollution system
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The following icons (without text description) will appear below the product name to annotate its features:

Suitable for gPCR Suitable for gRT-PCR Lyophilizable Can be used with anti-pollution system

Customizable concentration Suitable for multiplex amplification Stable preserveinonetube

1
= 3 3
>3 Novel hot-start Tag DNA polymerase and its relevant premix
mT
v m
,E g Biori hot-start Tag, novelty modification, has the characteristics of high specificity, high sensitivity,and complete categories.
v ; Itissuitable forall kinds of PCR detection methods
S
z Product name Code |Cpncen- Characteristic Recommended Application
SZ HS Taq 03 |5u/uL| @Chemically-modified and incubate at (DEnd-Point PCR and quantitative
m= OOEE 95°C for 10 min for polymerase activation. PCR.
g % 2XHS Premix (Probe qPCR) V203 \ @lThe adctivité/ of ?olymehrashe is grafdually @Multiplex PCR and genotyping
oz , [ ificity. test.
5> @@@@ released, and performs high specificity. es
Su Superstart Taq plus @Modifi : o Poi -
m o E07 |5U/uL Modified by antibody and hot start at 95°C (DEnd-Point PCR and quantitative
23 olelelolele ML for 15 min, PCR
g 2 X Superstart Premix plus @High sensitivity and specificity. @Multiplex PCR, genotyping test
4 (Probe gPCR) M207 \ (3Stable detection of low concentration and high sensitivity detection of
o= 00066 samples, and performs high fluorescence value. | viral nucleic acid .
o0
md Hyperstart® Taq o ) d-Poi d .
&e E09 |5U/uL| Modified by aptamer, and reversible hot (DEnd-Point PCR and quantitative
o= O@EOE® .
m= start above 60°C. PCR.
=
7 % 2 X Hyperstart® Premix @Dynamically modified during PCR @Multiplex PCR, genotyping test
» (Probe gPCR) M209 | \ process, with high sensitivity and specificity. | and high sensitivity detection of
@@@@@ ® It can be stored stably at 2~8°C. viral nucleic acid .
Robustart Taq Modified by antibody and hot start at 95°C for | WENd-Point PCR and quantitative
SIOIS0I0I0 il i 95 in. y y E@CI\’} [tiplex PCR, genotyping test
2 X Robustart Premix (Probe qPCR) @High sensitivity and specificity. d L% 'ﬁ X LR, genotyping :
M216 \ o ) ) and high sensitivity detection o
W@ @) (5)(6) ®It has strong applicability to various detections. | il nucleic acid .
2 X Robustart Premix OT ®Modiﬂed by antibody and hot start at 95°C for (MDetection of human and animal-
(Probe gPCR) @ M2211 | SUful l®~|5—|ri?glfr1].stability under one-tube conditions (enzyme related DNA viruses.
OOOWE® buffer and primer probe are mixed in one tube). | @POCT
(OModified by antibody and hot start at 95°C for 1~5 min. | (DEnd-Point PCR and quantitative PCR|
Robustart Taq QS I SU/uL @Amplification rate of rapid DNA polymerase is no less @Rapid amplification, direct
0l0/0/00/0) -0 " t}(@El]tn éﬁ?t{'ll’sos@@emely high resistance to inhibitors found in ampliﬂcation and POCT nucleic acid
blood, swabs, etc. detection.

MMLV Reverse Transcriptase and its relevant premix

Biori MMLV Reverse Transcriptase has the characteristics of high efficiency reverse transcription, good stability, excellent performance
and strong applicability. It can match all kinds of amplification enzymes and is suitable for all kinds of RT-PCR detection methods.

Productname Code Cﬁgﬁgﬂ’ Characteristic Recommended Application
Celerscript®RTase -
@@@5 ®)() E12 | 200U/uL | DReverse trarlscnptloon temperature | gpa synthesis(E12), quantitative RT-PCR.
range from 42°C to 50°C. @Detection of human and animal RNA
5X Celerscript® RT Premix @It has high efficiency in cDNA viruses. High sensitivity detection of novel
(Probe qRT-PCR) M512 \ synthesis . coronavirus, influenza virus and respiratory
@B@E)®) @Strong substrate affinity. tract virus in multiplex detection.
Neoscript® RTase E13 | 200U/uL | Reverse transcription temperature |(DCDNA synthesis(E13), quantitative RT-PCR.
@@@@@ range from 42°C to 55°C. @Detection of human and animal RNA
5XNeoscript® RT Premix @Excellent specificity and sensitivity. |viruses. High sensitivity detection of novel
(Probe gRT-PCR) M513 \ ®High applicability, and suitable for |coronavirus, influenza virus and respiratory
2)(3)@)(5)(6) all kinds of high sensitivity detection. |tract virus in multiplex detection.
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Concen-

Product name Code Characteristic Recommended Application

tration
‘ ) (DReverse transcription temperature range | (MDetection of human and animal RNA
Neoscript® RT Premix OT from 42°Cto 55°C. viruses. High sensitivity detection of novel
(Probe gRT-PCR) M527 \ @High stability under one-tube conditions 8

coronavirus, influenza virus and respiratory
tract virus in multiplex detection.

@POCT.

@eOEOO

(enzyme, buffer and primer probe are mixed
in one tube).

(®High applicability, suitable for all kinds of
high sensitivity detection.

Tth Polymease and its relevant premix

Biori Tth polymerase with the functions of RNA reverse transcription and DNA amplification, the inhibitor is well tolerated.
We provide a variety of modification schemes for it and it is suitable for various PCR and RT-PCR detection methods.

Product name Code Ct(r)ar]c(i:gr?_ Characteristic Recommended Application
o (DModified by aptamer, and reversible hot start above 60°C.
Hyperstart® Tth - su/uL @It has both polymerase and reverse transcriptase (MQuantitative PCR.
000060, 0 " activities. @Multiple PCR, Genotyping,

@In the presence of Mn”, the reverse transcription can
be carried out at a high temperature from 60 to 70°C. The .
reverse transcription efficiency of complex RNA templates ®Preserve at 2-8°C.
is higher and non-specificity is reduced.
@It preforms high inhibitor-tolerance.

Highly sensitive virus detection.

5XHyperstart® Tth Premix
(Probe gRT-PCR) M510 \

OOG@OEE

(MModified by antibody and hot start at 95°C for 1~5 min.
@It has both polymerase and reverse transcriptase
activities. .
®3In the presence of Mn™, the reverse transcription can @Quantitative PCR.

be carried out at a high temperature from 60 to 70°C. The | @MultiplePCR, genotyping, and
reverse transcription efficiency of complex RNA templates highlysensitive virus detection.
is higher and non-specificity is reduced.
@It preforms high inhibitor-tolerance.

Robustart Tth

OOOOWE®

E17 50/uL

Direct Amplification Premix

Biori Direct Amplification Premix use innovative and unique formulations containing antibody-modified polymerase, have the
characteristics of high sensitivity and inhibitor-tolerance. It can be lyophilized and used for in-situ lysis and amplification of biological
samples, and ensure the accuracy of results. It is suitable for extraction-free nucleic acid detection of blood, swabs and other samples.

Product name Code Characteristic Recommended Application
DIt exhibits extremely high resistance to inhibitors d animal related
2 X Superstart™ Direct Premix found in blood, swabs, tissue homogenate, etc. The ®Human and animal relate
(Probe qPCR) MD201 | recommended volume of different samples is whole DNA virus detection.
blood <5%, plasma <30% and serum <30%. @Genomic DNA amplification
OE®G® @It is suitable for direct fluorescence quantitative and genotypin
PCR detection of DNA without extraction. genoyping.
DIt exhibits extremely high resistance to inhibitors )
2 X Hyperstart® Direct Premix found in blood, swabs, tissue homogenate, etc. The (®Human and animal related
(Probe qPCR) MD202 recommended volume of different samples is whole DNA virus detection.
blood <5%, plasma <30% and serum <30%. @Genomic DNA amplification
OE@®GEE) @It is suitable for direct fluorescence quantitative d VoI
PCR detection of DNA without extraction. and genotyping.
DIt exhibits extremely high resistance to inhibitors .
2 X SensiDirect® Premix found in blood, svvab)s/, tigsue homogenate, etc. The ®Human and ammal related
(Probe qPCR) MD209 | recommended volume of different samples is whole DNA virus detection.
0010610, blood <5%, plasma <30% and serum <30%. (@Genomic DNA amplification
@t is suitable for direct fluorescence quantitative and genotyping
PCR detection of DNA without extraction. '
(DThe amplification rate is not less than 1kb/5s, which is
2% Fast Direct Premix suitable for rapid extraction-free fluorescence quantitative (MHuman and animal related
PCR, and the detection can be completed within 30min. DNA virus detection.
(Probe gPCR) MD207 | @it exhibits extremnely high resistance to inhibitors found @Genomic DNA amplification
WOG@®(G)(6) in blood, swabs, tissue homogenate, etc. The : P
recommended volume of different samples is whole and genotyping.
blood < 5%, plasma <30% and serum <30%.
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and animals.

Product name Code Characteristic Recommended Application
DIt exhibits extremely high resistance to inhibitors found
2 X SensiDirect RT Premix in blood,swabs,tissue homogenate,etc.The (OHuman and animal related RNA
Probe gRT-PCR recommended volume of different samples is whole virus detection.
(Probe g ) MB210 | 4i50d < 5%, plasma<30%andserum <30%. (@Direct amplification detection
@e®WEE @It is suitable for direct fluorescence quantitativePCR without extraction.
detectionof DNAwithoutextraction.
@Itis suitable for rapid extraction-free fluorescent
2% Fast Direct RT Premix quantitative RT-PCR, and the detection can be (@Human and animal related
completed within 40min. RNA virus detecti
(Probe gRT-PCR) MD208 | @It exhibits extremely high resistance to inhibitors R ;
. ; @Direct amplification detection
@@@@@ found in blood, swabs, tissue homogenate, etc. The f -
. ; without extraction.
recommended volume of different samples is whole
blood <5%, plasma <30% and serum <30%.
: : @It has a high tolerance for samples derived from (@ Detection of DNA viruses and
Stool Direct Premix stool and anal swabs, and the proportion of stool pathogens related to humans and
(Probe gPCR) @ MD211 | directly added to the sample is <0.5%. animals.
@3> G)(6) @Suitable for DNA extraction-free direct @Amplification and typing of
fluorescence qPCR detection of stool samples. genomic DNA.
@ Pre-treatment of biological samples, such as
S ol 00 niconguiation wholeslood - | & Detection of DNARNA iruses
A ARG = AV, ! and pathogens related to humans
Apaata @ ASIT | sample< 20%, stool fluid <20%. Dot

DG

@kfficient and time-saving, one-step cracking and
binding, instant release, no heating and no
centrifugation during processing.

@Fast amplification, POCT.

Fast Amplifiation Premix For Purified Template

Productname Code Characteristic Recommended Application
: (DThe amplification rate is not less than 1kb /10s, | @Human and animal related DNA
2X Superstart Fast Premix which is suitable for rapid fluorescent quantitative | virus detection. o
(Probe gPCR) M222 | PCR of purified DNA template, and the reaction can| @Genomic DNA amplification
M @)(G)(6) be completed within 30min. andgenotyping. .
@ It has excellent specificity and sensitivity. (®Rapid amplification detection.
: ; (WThe amplification rate is not less than 1kb /10s, | @Human and animal related RNA

5XNeoscript® Fast RT Premix which is suitable for rapid fluorescent quantitative | virus detection. o
(Probe gRT-PCR) M524 | PCR of purified RNA template, and the reaction can | @Genomic DNA amplification

@e®E®

be completed within 30min.
@ It has excellent specificity and sensitivity.

andgenotyping.
(®Rapid amplification detection.

7

TEST DATA

\%

@ Testing data of direct DNA amplification reagent =

Experimental conditions:

Code MD2011 System
HBV-positive plasma, whole blood .
Templat P P s » Cyl
emprate Oral swabs A (95°C 10s,

@ Direct DNA amplification of plasma

HBV-positive plasma:48, 96, 1.6x10% 1.6x104IU/mL. All concentrations of HBV positive plasma were directly added into the reaction
system for amplification without pretreatment. And plasma is added 25% of the total PCR volume into the reaction system before amplification,
6.25ul HBV-positive plasma was added into 25uL reaction system.

& PAGE-15

HBV. human genomic DNA detection system

50°C 2min;95°C 5min;50 Cycles

55°C 40s)




= Amplification curve (HBV) - Amplification curve
- == (Internal standard)
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Fig.A Amplification curve of HBV Fig.B Amplification curve of Internal standard ~

@ Direct DNA amplification of human whole blood

Human whole blood: Human whole blood was directly added into the reaction system for amplification without pretreatment. And human
whole blood is added 5% of the total PCR volume into the reaction system before amplification, 1.25uL Human whole blood was added into
25ul reaction system.
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® Direct DNA amplification of Oral swabs

Oral swabs:After brushing in the oral cavity for about 10 times, we wash the swab with 1000pL H20, centrifuge at 2500rpm for 10min and discard
the supernatant, then there is about 100uL remaining liquid, blow and mix well the remaining liquid, take 10pL and add into reaction system for
amplification.

e vIC
ROX
CY5

@ Testing data of amplification efficiency =

Experimental conditions:

Code MD2091 System HBV detection system
HBV-positive plasma, which added 50°C 2min;95°C 5min;50 Cycles
Template 25% of the total PCR volume into the Cycling program . .
reaction system (95°C 10s, 55°C 40s)

& PAGE-16
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@ Direct DNA amplification of plasma

HBV-positive plasma: 1.6x10°. 1.6x10*. 1.6x10°. 1.6x10°. 1.6x10"IU/mL. All concentrations of HBV positive plasma were
directly added into the reaction system for amplification without pretreatment. And plasma is added 25% of the total PCR volume
into the reaction system before amplification

™ Amplification curve == Amplification curve — ® N SIS
i (HBV) T (Internal standard) 33 Intercept:44.61865
asan| e 31. related coefficient:-0.99967
sasa 134 29, PCR efficiency:0.99045
< v < i S22

e e 2.
s i 2
e e 21

/ LT | ——_ 19,

I

npEmanmmy Ao anTe G T T T T T T X R R R 20 30 ) 50 60 70 80 50
o Log(Conc)

Amplification curve of HBV Amplification curve of MLN The standard curve
(Internal standard)

Testing data of amplification comparison between biological samples without o
extraction and purified biological samples after extraction

Experimental conditions:

Code MD2091 System HBV detection system
HBV-positive plasma, HBV-positive o 0. QEo o
Template serum, Magnetic bead extraction HBV Cycling program <0 S 2 9? C 5miin; 50 Cycles
positive plasma template (95°C 10s, 55°C 40s)

Magnetic bead extraction HBV positive plasma template:200uL HBV positive plasma was extracted and eluted with

85uL 1 XTE Buffer. And template is added 40% of the total PCR volume,into the reaction system before amplification.
HBV-positive plasma: 1.6x60 IU/mL, 4T; 1.6x10 1U/mL, 2T; 1.6x10 IU/mL, 2T. All concentrations of HBV positive plasma were
directly added into the reaction system for amplification without pretreatment. And plasma is added 25% of the total PCR volume
into the reaction system before amplification. , .

HBV-positive serum: 1.6x60 |U/mL,4T; 1.6x10 IU/mL, 2T; 1.6x10 1U/mL, 2T. All concentrations of HBV positive serum were
directly added into the reaction system for amplification without pretreatment. And plasma is added 25% of the total PCR volume
into the reaction system before amplification

f"’“i Extraction template (HBV) ™1 Plasma template (HBV) /7- = " Serum template (HBV) |
- = | o7
] 5 / 1/ 2
™ — an ————— == . —FY
== Extraction template —1 R Plasma template == Serum template
"1 (internal standard) St i ~1 (nternal standard) | (nternal standard)
Template EqUi\ﬁgetgt Average | Template i %\éﬁg‘etgt Average
T concentration  concentration Template concentration  cqneentration
emplate (1U/mb) %IU/T? Ctvalue (1U/mD) %IU/T? Ctvalue
Magnetic bead 1x10" 235 28.72 1.6X10" 100 30.17
extraction HBV HBV-positive 3
sositve plasma  1x10° 2350 31.90 Slasma 1.6X10 10 33.45
template 50 1.20 35.78 16X 60 06 37.90
1.6x10" 100 29.87
HBV-positive B
corum 16x10 10 33.17
1.6x60 0.60 38.68

& PAGE-17



@ Testing data of DNA rapid direct amplification product =

Experimental conditions:

Code MD2071 Template concentration 0.6.1.10.1001U/T

50°C 2min;95°C 1min;
Template HBV-positive plasma Cycling program 50 Cycles (95°C 1s, 60°C 5s) ;
Complete the amplification within 23min
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Sample volume  Added 25% of the total PCR volume into the reaction system before amplification

Fluorescent real-time signal

12
11

0.9
0.7

0.6
0.5

Rn

NUCLEIC ACID DETECTION [UNNISSIFY S
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0 HBV amplification curve
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@ Testing data of RNA direct amplification product ==

Experimental conditions:

50°C 15min;95°C 1min;

2104 Cycling program
Gels MD210 MRS 50 Cycles (95°C 155, 56°C 45s)

Template HCV-positive plasma (Added 20% of the total PCR volume into the reaction system),
P Magnetic bead extraction HCV positive plasma template

HCV-positive plasma: 1.3x10° U/mL, 6T; 2.61 X 10" IU/mL, 2T. All concentrations of HCV positive serum were directly added into

the reaction system for amplification without pretreatment. And plasma is added 20% of the total PCR volume into the reaction

system before amplification.

Magnetic bead extraction HCV positive plasma template:200uL HCV positive plasma (130 IU/mL, 6T; 2.61X10° lU/mL,

2T) was extracted and eluted with 85ul 1 X TE Buffer. And template is added 40% of the total PCR volume into the reactionsystem

before amplification.

= Extraction template (HCV) wn Plasma template (HCV)

118909 130908 =
s i 7

s
R T T T TR T TR T3 5 7 3 BB w A

6514
T3 5 7 3 BB e AR
amg

<[ Extraction template «u Plasma template

a2

(Internal standard) : (Internal standard)
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Template Equivalent
Template  concentration CoF]ec?r?tl?attei}on é}t’igjgg
Magneﬁc bead 961X 10° - _
extraction HCV
positive plasma ,
1.30X10 3.06 35.97

template

@ Comparison with similar products ==

Template ~ Equivalent
: template Average
Template concentration! snceantration

(IU/mD) s Ctvalue

2.61x10' 130.50 30.61

HCV- positive
l
- 130X 10 6.50 3534

HCV-positive plasma:1x 10'1U/mL, 2T;1X 10°1U/mL, 2T. All concentrations of HCV positive serum were directly added
into the reaction system for amplification without pretreatment. And plasma is added 20% of the total PCR volume into

the reaction system before amplification.

= Fam channel (HCV) _—

Biori

Supplier M

Vic channel (Internal standard)
Biori
Supplier M PP e =TTl

......

Saliva template(Human total RNA amplification):10% of the total PCR volume, 2T. 20% of the total PCR volume, 2T.
Saliva template was directly added into the reaction system for amplification without pretreatment.

= Vic channel
"l Biori

Supplier M

=+ Cy5 channel

e Biori =
i Supplier M /
-

@ Testing data of RNA rapid direct amplification product =

Experimental conditions:

Code MD2084
HCV-positi
Template CV-positive
plasma

Sample volume

Template concentration

Cycling program

2.5.5.50.5001U/T

50°C 7Tmin;95°C 1min;

50 Cycles (95°C 1s, 56°C 10s)

Complete the amplification within 23min

Added 20% of the total PCR volume into the reaction system before amplification

Fluorescent real-time signal

Rn

000000000 L

O NWRNONDO AL WD

5 10 15 20

& PAGE-19
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M@W Universal nucleic acid release reagent

BRODUGHES

Universal nucleic acid release reagent

@ Comparison test of similar products (anticoagulant human whole blood) =

Experimental conditions:
Code AS17 Detection reagent ~ MD2091
Template EDTA Anticoagulated human whole blood Template amount ~ 5uL/T
Cycling program  50°C 2min;95°C 5min;50 Cycles (95°C 10s, 55°C 40s)

Whole blood sample processing: Take 20 ulL of whole blood and 60 pL of release reagent into an Ep tube, pat it slowly for 15-20
times to avoid the air bubbles, and add the sample directly after mixing for extraction-free nucleic acid amplification detection.

380371 739.858
333.114 FAM 648.855 VlC
285858 —— biori 557,854 —— biori
2386801 SupplierK 186854 Supplier K
£ 191345 =tt7 ddeo £ 375853 =t ddHZO

144038 234352

96.832 193852

43575 ﬁ 102.851

2313 11850

449381 3 5 7 8 111315 17 18 21 23 25 27 29 31 33 35 37 39 41 43 45 47 49 7791531 3 5 7 8 111315 17 18 21 23 25 27 29 31 33 35 37 39 41 43 45 47 49

T B
452233 241178
40530 ROX szl CY5
348626 —— biori 181300 —— biori
291822 SupplierK 151 381 Supplier K
£ 235018 = ===t ddH7O £ 121422 S ddH7O

178215 31483
121411 61544

64608 /ff 31605

7804 — P = S

45000 -28.272
1 3 5 7 9 111315 17 18 21 23 25 27 29 31 33 35 37 39 41 43 45 47 49 1 3 5 7 % 11131517 18 21 23 25 27 28 31 33 35 37 35 41 43 45 47 48
fE2 ] wEE
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@ Pseudovirus sample processing effect test

Experimental conditions:
Code AS17 Detection reagent MD2104
Template RBCS pseudovirus Template concentration 1.4X10°.1.4X10° 1.4X10"and 1.4 X 10° copies/ulL
Cycling program  50°C 15min;95°C 1min;50cycles (95°C 15s, 56°C 45s)
Pseudovirus sample processing: Take 30 L of RBCS pseudovirus (gradient concentration) and 30 uL of release reagent

inan Ep tube, pat it slowly for 15-20 times to avoid the air bubbles, and add the sample directly after mixing for extraction-
free nucleic acid amplification detection.Treated with 1 X TE Buffer as control.

‘| FAM

e Release reagent
e treatment group
o] — TE Buffer
N treatment group
aaaaaa
e /i/

aaaaaa

@ Stool sample treatment effect test =-

Experimental conditions:
Code AS17 Detection reagent MD2084-4
Template Human genome in stool samples Template concentration 0.0125 ng/uL

Cycling program  50°C 2min;95°C 5min;50 Cycles (95°C 10s, 55°C 40s)

Stool sample processing: Take 0.2 g of stool sample and add it to 1 mL of TE Buffer, mix and liquefy well; take the
supernatant after instant centrifugation to obtain 20% stool sample, which is diluted with sterile water to obtain 2% stool
samples; mix 2% stool solution and release reagent in equal volume, and treat with sterile water as a control; dilute the
human genome with the above-treated samples to obtain a human genome template with a concentration of 0.0125 ng/u
L; then 20% sample was directly added to the reaction system for amplification.

FAMT T T T T T T T T T T T - VIC
Release reagent treatment group
——— ddH,0 treatment group

Release reagent treatment group
——— ddH,0 treatment group T

R E 7w ENC 3 R E

ROX ssores o5
Release reagent treatmentgroup | Release reagent treatment group
——— ddH,0 treatment group ——— ddH,0 treatment group

ssssss

R E 7w ENC 3 R E
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@ Accelerated Stability Verification -

Experimental conditions:

Code AS17 Detection reagent ~ MD2091
Template Anticoagulated human whole blood ~ Template amount ~ 5uL/T

Cycling program  50°C 2min;95°C 5min;50 Cycles (95°C 10s, 55°C 40s)

Test method: Mix the nucleic acid release reagent, divide it into two parts, put them at -20°C and 37°C respectively, and take them
out on the 30th day. Take 20 pL of whole blood and 60 L of release reagent into an Ep tube, pat it slowly for 15-20 times to avoid
the air bubbles, and add the sample directly after mixing for extraction-free nucleic acid amplification detection.

Whole blood sample processing: Take 20 L of whole blood and 60 pL of release reagent into an Ep tube, pat it slowly for 15-20
times to avoid the air bubbles, and add the sample directly after mixing for extraction-free nucleic acid amplification detection.

343189 532425

300452 FAM 513.13 VIC

25773 — Stored at 20°C 445,847 —— Stored at 20°C

215017 —— 37°C for 30day 372555 —— 37°C for 30day
£ 172300 £ 288288

129583 225,380

86.885 152,681

44148 79402

43— e 8113

T I T R TR T R i R TR R SR T TR E E O s TS U BT R BB T A0S 0N H a8 a8

f-E2- B

491912 230920

| ROX woom|  CYS

370578 —— Stored at 20°C 173430 —— Stored at 20°C

309961 —— 37°C for 30day 144 760 —— 37°C for 30day
£ 249344 £ 116040

188727 87321

128,110 55501

67493 29.881

GHTE — 1,181 a———'/

-53.7 27558
%3 411 35 7 95 MN131517Ie 21@23&25 27 29 31 33 35 37 39 41 43 45 47 49 13578 1N1I3151718 ZW@ES;E 27 29 31 33 35 37 39 41 43 45 47 48
L e

Stool Direct Premix

Comparison of similar products

@ Salmonella detection in stool samples ==

Experimental conditions:
Code MD2111 Detection reagent Salmonella detection system
Template Salmonella in stool samples Template concentration  1.496.14.96.and 149.6 copies/uL

Cycling program  50°C 2min;95°C 5min;50 Cycles (95°C 10s, 55°C 40s)

& PAGE-22
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Stool sample processing: Take 0.2 g of stool samples and add them to 1 mL of TE Buffer, fully mix and liquefy; take the
supernatant after instant centrifugation to obtain 20% stool samples, which are diluted with sterile water to obtain 1% stool
Samples; serially dilute 10-fold 1% fecal samples of Salmonella to make the Salmonella concentrations at 149.6, 14.96 and
1.496 copies/uL respectively; then add 20% of the sample volume directly to the reaction system

sz FAM
1| ——— biori
Supplier M

=

[ =

143011

T3 s 7 8 U™ B UM G om s s m % oW m a4 e

aaaaaa

023028

921883

@ Stool Background Human Genome Template Quadruple Assay:

Experimental conditions:
Code MD2111 System  Human Genomic DNA Quadruple Detection System
Template Human genome in stool samples Template concentration  0.0125 ng/ulL

Cycling program  50°C 2min;95°C 5min;50 Cycles (95°C 10s, 55°C 40s)

Stool sample processing: Take 0.2 g of stool sample and add it to 1 mL of TE Buffer, mix and liquefy well; take the
supernatant after instant centrifugation to obtain 20% stool sample, which is diluted with sterile water to obtain 1% and
2.5% stool samples;The human genome was diluted with the above two concentrations of stool samples to obtain a
human genome template at a concentration of 0.0125 ng/uL; then 20% sample was directly added to the reaction system
for amplification.

FAM =y
—— Biori —— Biori
SupplierM SupplierM
il il
ROXJI L L L bbb Ll L) . CY5
Biori —— Biori L
‘‘‘‘‘‘ Supplier M Supplier M
nnnnnn I —
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RNA one-tube reagent

@ Comparison test of similar products ==
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Experimental conditions:

Code M5274 System Respiratory Virus Triple Detection System
0.25.2.5 copies/uL

Respiratory virus quality control

Template sample purification template

Template concentration

Cycling program  50°C 15min;95°C 1min;50 Cycles (95°C 15s, 56°C 45s)

Test method: Mix buffer, enzyme and primer probe to prepare working solution, and place it at 37°C for 3 days. The
comparison test was conducted with the instant preparation working solution of the same system as a control.
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Amplification Plot Amplification Plot [G)
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om0 | FAM wooea | FAM ;.:zs
biori Instant preparaton ~ / f—=——= = =ece Supplier N Instant preparation
zese0  — biori 37°C for 3day Supplier N 37°C for 3day

200,000 225,000

178000 200,000

4Rn
RN

150,000
126,000 e
100,000 r
76000

s0.000

Amplification Plot Amplification Plot

ROX
— biori Instant preparation Supplier N Instant preparation
biori 37°C for 3day Supplier N 37°C for 3day
ms000 Amplification Plot Amplification Plot
Tl CY5 ] CYS
biori Instant preparation Supplier N Instant preparation

275 000

biori 37°C for 3day

250,000

Supplier N 37°C for 3day = =—|

178000

ARn

150,000 -

125,000 178000

125,000
75.000 100,000

50,000 To8q
so.000
25,000

26000
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Loop-mediated Isothermal Amplification (LAMP)

dO4 STVIHILYIN MYy

Product Name Code

Bst 2.0 (8U/uL) E102

Bst 2.0 HS (8U/uL) E103
Neoscript RTase (200U/uL) E13

RNase H Il E201

SINEDLERRESE NOILD313d dldv JI3TONN
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DNA-Lamp

Product Name Code
2XLamp Premix (Bst 2.0 HS)(Eva Green/SYBR Green) HW205-R01
2XLamp Premix (Bst 2.0 HS)(Probe) HW205-P01
Colorimetric Lamp Kit (Bst 2.0 HS) HW205-M01
Colorimetric Lamp Kit (Bst 2.0 HS) HW205-M02
Colorimetric Lamp Kit (Bst 2.0 HS) HW205-M03

NEW

Product Name Code
2XRT Lamp Premix (Bst 2.0 HS)(Eva Green/SYBR Green) HW206-R01
2XRT Lamp Premix (Bst 2.0 HS)(Probe) HW206-P0O1
Colorimetric RT Lamp Kit (Bst 2.0 HS) HW206-M01
Colorimetric RT Lamp Kit (Bst 2.0 HS) HW206-M02
Colorimetric RT Lamp Kit (Bst 2.0 HS) HW206-M03

MO1:Cresol red staining method, The color is purple before reaction. The positive reaction turns to yellow, while the negative
reaction will remain the original color.

MO02: Calcein staining method, The color is light orange before reaction. The positive reaction turns to green, while the negative
reaction will remain the original color.

M03:Hydroxyphenol blue, the color is violet before the reaction, the positive reaction turns to blue while the negative reaction will
remains violet.

The above products can be provided in lyophilized version, please inquire for the product code.
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Biori has obtained Bst2.0 through a high-throughput screening platform. The enzyme has been well received by customers
for its excellent sensitivity and good resistance to inhibitors. At the same time, through the research and development of
the protein modification technology platform, our hot-start version Bst2.0 was launched firstly in domestic market, further
improves the specificity and sensitivity of LAMP reagents. On this basis, Bioi has developed a series of various LAMP and RT-
LAMP isothermal amplification reagents such as colorimetric version, fluorescent dye method, and probe method. There
are lyophilized version for the above-mentioned raw materials.

Bst2.0HS is a hot-start isothermal polymerase obtained by reversible modification technology on the basis of Bst2.0 DNA
polymerase. It can completely block the activity of the enzyme at room temperature and establish a reaction at room
temperature with preventing non-specificity and improving reaction efficiency. In addition, Bst2.0HS DNA polymerase does
not require a separate activation step.

37°C accelerated stability data of lyophilized reagent raw materials i
in Bst2.0HS system

When the lyophilized reagent raw materials Bst2.0HS, Neoscript RTase and RNaseH Il were separately accelerated at 37°C
for 14 d, the performance of the whole reaction system remained unchanged.

*

Experimental conditions:
Code FHW206-P01 (Bst 2.0 HS) System RT-LAMP (Probe) 25uL/T
Template Human total RNA(Detection of B-actin gene) ~ Template amount  0.01ng/T
Cycling program  65°C 60min;60 Cycles

Experimental results:

133891

115389
097188

0.78986 — mES
£ 060785 — 37°CnE14di
042583
0.24382
0.06180 /

012021

—0302231 35791131817 192123 Ziféﬁ 31 33 35 37 39 41 43 45 47 49 51 53 56 57 59

¢ Performance after modification =

1.1 Specificity test

Biori BST2.0HS can perfectly replace imported products (NEB Bst 2.0 WarmStart DNA Polymerase), Biori BST2.0HS can
achieve the same specificity as competing products, and performs better than the conventional Bst DNA polymerase.

Experimental conditions:

Code HW205-R01 (Bst 2.0 HS) System Real-time Fluorescent LAMP Kit
0.1ng/T(Left)
Template Human genome (GAPDH gene) Template amount NTC(Right)

Cycling program  65°C 60min;60 Cycles
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Experimental results:

089212 - 0.56900
0.78285 049929
067358 042959
zr- 056431 —— Supplier N Bst2.0 0.35088 ——Supplier N Bst2.0
> é £ 045504 Supplier N Bst2.0 ws. £ 020018 Supplier N Bst2.0ws.
= 4
= ;IU 0.34577 ~—— Biori Bst2.0 HS 0.22047 ~——— Biori Bst2.0 HS
) ; 0.23650 0.15077
=) o122 ooes //
0 =5 0.01795 _M 001136
= 0.09132 -0.05835
= 13 5 7 9 11131517 19 21 23 25 27 29 31 33 35 37 39 41 43 45 47 49 51 53 65 567 59 135 7 9 11131517 1921 23 25 27 29 31 33 35 37 39 41 43 45 47 49 51 53 55 67 59

Ctvalue Ctvalue

1.2 Room temperature stability test

The Biori Bst 2.0 HS enables room temperature operation.

Experiments show that after adding template to prepare a mixed reaction system, under two conditions of incubation at
25°C for 3 hours (green) and immediate reaction after preparation (blue), Biori Bst 2.0 HS has similar reaction results
compared with control Bst 2.0 ws . And the reaction performance of the Bst enzyme without hot-start modification is
reduced after being incubated at room temperature for 3 hours, and the hot-start modified Bst enzyme can be equivalent

dO4 STVIHILYIN MYy
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E to the performance of instant preparation, effectively maintaining the stability of the reaction performance.
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% Experimental conditions:

< Code HW205-R01 (Bst2.0 HS) System LAMP (Eva green) 25ul/T
Template Human genome (GAPDH gene) Template amount ~ 1ng/T

Cycling program  65°C, 60min, 60 Cycles

Experimental results:

131777 1.06122| —— Supplier N Bst2.0 (3h 25°C)
1.15632 0.93125 Supplier N Bst2.0

0.99488 0.80127 | = Supplier N Bst2.0 ws. (:
083344 —— Biori Bst2.0 067129 | — Supplier N Bst2.0 ws.
£ 067199 Biori Bst2.0 (3h 25°C) £ 054131
051085 ~—— Biori Bst2.0 HS 041134
0.34910 -~ Biori Bst2.0 HS (3h 25°C) 0.28136
0.18766 015138
002622 —? 0.02140
R BN AR TR TR TR 232527 293133 36 37 39 41 43 45 47 49 51 63 55 67 59 S S T e BB 23252729 313335 37 39 41 43 45 47 49 51 63 55 67 59

¢ Conventional Lamp performance comparison test -

2.1 Performance comparison of DNA purified templates
Experimental conditions:
Code HW205-R01 (Bst2.0 HS) System LAMP (Eva green) 25ul/T

Human genome
Template (GAPDH gene primerl, left; Template amount  0.1ng/T
GAPDH gene primer2, right)

Cycling program  65°C, 60min, 60cycles
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Experimental results:

1.40298 - =t —— = 0.89212
1.23110 0.78285
1.05922 0.67358
0.83734 ——Supplier N Bst2.0 0.56431 —— Supplier N Bst2.0
& 071546 Supplier N Bst2.0 ws. £ 045504 Supplier N Bst2.0 ws. =
0.54358 - Biori Bst2.0 0.34577 —— Biori Bst2.0 é
0.37170 ——— Biori Bst2.0 HS 0.23650 —— Biori Bst2.0 HS E ﬁ
0.19982 012722 < <
z f 7 i
o _ZZF 001795 xw
01““1 3 5 7 911131517 192123 25 27 29 31 33 35 37 39 41 43 45 47 49 51 53 55 57 59 0091321 3 5 7 911131517 192123 25 27 29 31 33 35 37 39 41 43 45 47 49 51 53 55 57 59 g'&
Ctvalue Ctvalue ] z
5
2.2 Performance comparison of RNA purified templates =
O
Experimental conditions: e
w
(a]
Code HW206-R01 (Bst2.0 HS) System RT-LAMP (Eva green) 25uL/T a
(]
Human total RNA S
Template (B-actin gene primerl, left Template amount  0.01ng/T u
Q g O
R18S12 gene primer2, right) 2

Cycling program ~ 65°C, 60min 60 cycles

INSTRUMENTS RGUVAVNE SRR 0]

(%]
'_
=
. . [}
Experimental results: ©
i
a4
]
2.04513 | —— Supplier N Bst2.0 2.04513| —— Supplier N Bst2.0
1.79467 Supplier N Bst2.0 ws. 1.79467 Supplier N Bst2.0 ws.
154421 | —— Supplier N Bs} o 5 EEEEEE— 154421 ] e —
1.20375 | —— Biori Bst2.0 - 1.20975
& 104329 | —— Biori Bst2./HS & 104329
0.79283 0.79283 ~—— Supplier N Bst2.0 ws.+RTxws.
054237 054237 —— Biori Bst2.0
029190 /7 029190 ~— Biori Bst2.0 HS
[N 32T - 004144
R I N A TR TR RTETE ) 25,27 29 31 33 35 37 30 41 43 45 47 49 51 53 55 57 59 S S T s BT 9B %2729 3133 35 37 39 41 43 45 47 49 5153 55 57 59
Valle value

¢ Performance comparison of Direct premix =

3.1 Performance in whole blood sample
Experimental conditions:
Code HW206-R01 (Bst2.0 HS) System RT-LAMP (Eva green) 25uL/T
Template Human whole blood (B-actin gene) Template amount 5%

Cycling program  65°C, 60min, 60 cycles

Experimental results:

148657| = Supplier N Bst2.0
1.28898 Supplier N Bst2.0 ws.
109138| ~—— Biori Bst2.0

0.89379| ~——— Biori Bst2.0 HS
& 069619
0.49860
030100
1367 91M1316171921 32%373122 31 33 35 37 39 41 43 45 47 49 51 53 55 57 59
Vall

0.10341

-0.09419

-0.29178
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3.2 Performance in oral swab sample
Experimental conditions:

1.56182
1.37085
1.17927
0.98800

Code HW206-R01 (Bst2.0 HS) System RT-LAMP (Eva green) 25uL/T
Template Human oral swab (B-actin gene) Template amount  Swab solution 5ul/T

§ g Cycling program  65°C, 60min, 60 cycles
m @
T m .
S5 Experimental results:
& <

P

S

=

——Supplier N Bst2.0
Supplier N Bst2.0 ws.

~——— Biori Bst2.0

~——— Biori Bst2.0 HS

£ 079672
060545
041417

022289

0.03162

dO4 STVIHILYIN MYy

-0.15966.

136791 13'\517192'\2’525&27‘?9313335373941 43 45 47 49 51 53 55 57 59
value

3.3 Performance in saliva sample
Experimental conditions:

Code HW206-R01 (Bst2.0 HS)

SINEDLERRESE NOILD313d dldv JI3TONN

SLINIWNHLSNI

System RT-LAMP(Eva green)25ul/T

3uL/T

Template Human saliva (B-actin gene)

65°C, 60min, 60cycles

Template amount

Cycling program

Experimental results:

222032 = Supplier N Bst2.0
Supplier N Bst2.0 w;
~——— Biori Bst2.0

—— Biori Bst2.0 HS

194841
1.67650
1.40459
1.13269
0.86078
0.58887
0.31696

0.04506 —

-0.22685.

136791 13'\517192'\2’5?5(;(27‘79313335373941 43 45 47 49 51 53 55 57 59
value

¢ Coronavirus testing(Probe method) ==

Experimental conditions:

Code HW206-P01 (Bst2.0 HS) System RT-LAMP (Probe method) 25uL/T
About 31.25 copies/T (red)
About 15.63 ies/T (bl
Template Extracted nucleic acid of coronavirus  Template amount ou )

About 7.82 copies/T (purple)
NTC (grey)

Cycling program  65°C, 60min, 60 cycles

& PAGE-29



Experimental results:

0.77261

0.67792
058322

0.48853

£ 039384
0.29915
0.20446
0.10977 T 7]
0.01607 __W

-0.07962

136791 1315171921232%%313335373941434547495153555759

¢ Corona virus testing(Eva green) =

Experimental conditions:

Code HW206-P01 (Bst 2.0 HS) System RT-LAMP (Eva green) 25uL/T
About 31.25 Copies/T (red)
Template Extracted nucleic acid of coronavirus ~ Template amount  About 15.63 Copies/T (blue)

About 7.82 Copies/T (purple) NTC (grey)
Cycling program  65°C, 60min, 60 cycles

Experimental results:

3.03557

266379

229200

1.92021

154843

Rn

1.17664
0.80485

0.43306

0.06128

_0310511 35791131517 1921232%;31 33 35 37 39 41 43 45 47 49 51 53 55 57 59

¢ Testing result of Colorimetric LAMP Kit >*

6.1 Colorimetric LAMP Kit (RY)
Experimental conditions:

Code HW206-M01 (Bst 2.0 HS) System Colorimetric RT-LAMP (RY)
Template Human total RNA Template amount  0.01ng/T.0.1ng/T.1ng/T
Cycling program  65°C, 60min ,60 cycles
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Experimental results:

Tubeb: Negative; Tube 6: 0.01ng/T; Tube 7: 0.1ng/T; Tube 8: 1ng/T

Before

After

6.2 Colorimetric LAMP Kit(OG):
Experimental conditions:

Code HW206-M02 (Bst 2.0 HS) System Colorimetric RT LAMP Kit(OG)
Template Human total RNA Template amount 0.01ng/T.0.1ng/T.1ng/T
Cycling program  65°C, 60min ,60 cycles

Experimental results:

Tube5:Negative; Tube 6:0.01ng/T; Tube 7:0.1ng/T; Tube 8:1ng/T

Before

After

6.3 Colorimetric LAMP Kit (HNB):
Experimental conditions:

Code HW206-M03 (Bst 2.0 HS) System Colorimetric RT LAMP Kit (HNB)
Template Human total RNA Template amount  0.01ng/T.0.1ng/T 1ng/T
Cycling program  65°C, 60min ,60 cycles
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Experimental results:

Tubeb:Negative; Tube 2:0.01ng/T; Tube 3:0.1ng/T; Tube 4:1ng/T

Before

=
<
o
>
(a)]
<
Ll
&
o
|

After
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¢ Other Products

01. Reagents using dye-binding method

Product Name Code Characteristics Recommended Application
Accustart Premix (SYBR gPCR) (MContained chemical modified enzyme, which (DGPCR.
@@@@ M203S  activated at 95°C for 5~10 minutes. ] o . e )
@Gradually release enzyme activation; high specificity.  @High sensitivity virus detection.
. (DContained antibody modified enzyme , which activated
Robustart Premix (SYBR gPCR) Males  at9s°Cfor 1~5 minutes. DgPCR.
O®G) @High sensitivity and specificity. @High sensitivity virus detection.

(®High applicability in various detection.
(DContained antibody modified enzyme , which activated  ()gPCR.

Novel Premix (SYBR qPCR at 95°C for 1~5 minutes. ; L .
v ix ( qPCR) PM202S  (piigh sensitivity and specificity %Q:jgh segsmwty V|lrus detgﬁt|on.
O@® @Higher amplification efficiency to templates contained ~ Adapted to templates wit
40% to 80% GC. high GC content.
Neoscript RT Premix (DReverse transcription temperature range is between @q RT‘PCR o )
(SYBR gRT-PCR) M513S gEg t055°C. o @High sensitivity detection
cellent specificity and sensitivity. of human- and animal- derived
@ @@@ (®High applicability in various high sensitivity detection. RNA Viruses.
PCR Premix
Product Name Code Characteristics Recommended Application
2% Robustart Multi Premix . [()Doﬁr[])tpggg'to DNA multiplex amplification in End- @Multlpliex PCR.
@@ @ Applied to amplification of templates contained @DNA Microarrays.
40% to 80% GC. (®Reverse Dot Blot.
) o i @Amplification of templates
2xNovel GC Rich Premix Applied to amplification of High GC templates, with high GC content.
PM202 , , ‘
@® which contained 40% to 85% GC. (@DNA Microarrays.

3Reverse Dot Blot.
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Product Name Code

2XBlood Direct Premix
@ MD205

2 X Blood Direct Multi Premix

@®@®

MD206

Neoscript RTase 1ST Strand cDNA
Synthesis Kit PMO5

®Ge®

5X Neoscript RT Premix (RT-PCR)

03. Other PCR-related products

Product Name Code

UNG (Uracil-DNA Glycosylase) EO01

TS-UNG

Characteristics

(MSuccessful tolerance to blood-derivedinhibitors,
available to extraction-free End-point PCR.

@ Good amplification capability of blood with
different anticoagulants, even the addtion volume up
to 45% in reaction system.

® Applied to amplification of templates contained
40% to 60% GC. When GC content is 60% to 80%,
keep blood addition between 4% to 10% in reaction
system and the length of amplified fragments no
longer than 1.2kb.

(DSuccessful tolerance to blood-derived inhibitors,
available to End-point Multiplex PCR.

@Good amplification capability when directly add
blood with different anticoagulants, the maximum
dosage is up to 20% and keep addition no more
than 8% in multiplex PCR.

® Applied to amplification of templates contained
40% to 60% GC. When GC content is 60% to 80%,
keep blood addition between 4% to 10% in reaction

system and the length of amplified fragment no
longer than 1.2kb.

cDNA first strand synthesis

MSingle or multiplex amplification in End-point
One-Step RT-PCR.

It performs high sensitivity and specificity.

3t exhibits extremely high resistance to inhibitors found

in blood, and available to Direct PCR of extraction-free
blood and blood-collected card.

Characteristics

Digest templates contained dUTP at 50°C and lose
activity when heated to 95°C.

(DDigest templates contained dUTP between 20°C

Recommended Application

(DExtraction-free amplification
of blood samples.

(2DNA Microarrays.

(®Reverse Dot Blot.

(DExtraction-free amplification
of blood samples.

(2DNA Microarrays.

(®Reverse Dot Blot.

(DcDNA first chain synthesis.
@Molecular Hybridization.
®PCR or gPCR.

@Single or multiplex RT-PCR.

®@G) () PM504 @ Applied to amplification of templates contained DDA oz .
40% to 60% GC. ®Reverse Dot Blot.
02. STR Multiplex PCR Premix
Product Name Code Characteristics Recommended Application
(DSuitable for STR multiplex PCR in medicolegal
investigation.
@Cg_mpatible with fast amp.liﬁcatio‘n procedurg, _ Paternity test, medicolegal
2% STR Premix Fast STR201  equilibrium of performance in multiplex amplification.

investigation and so on.

Recommended Application

Anti-pollution amplification.

(Temperature Sensitive UNG) = to 37°C and lose activity when heated to 50°C. Anti-pollution amplification.
@Suitable for anti-pollution reverse transcription.
(DFacilitate digestion of restriction
) A single strand DNA-binding protein (ssDNA) derived endonuclease; L
T4 Gene 32 Protein AS02 (@Enhance DNA synthesis in vitro;;

from phage T4.
P ®Improve output and efficiency

of reverse transcription in RT-PCR.
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Product Name Code

Rnase Inhibitor AS05
As08
dNTP (A/G/C/T/U) (As08-1/
2/-3/-4/-5)

7

Characteristics

®No inhibition for Tag, AMV, MMLV and Phage
RNA Polymerases (SP6, T7, or T3).

@It can keep stable at a low concentration of DTT
(less than 1mM) because of stronger antioxidant
capacity.

Recommended Application

(DcDNA first chain synthesis.
@RT-PCR or RT-qPCR.

®)ln vitro transcription and
translation.

@Separation and purification
of mRNA.

(®Related application needed
integrated RNA.

PCR Reaction

& PAGE-34
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O EVACVERHTS Centrifugal mixer
NEEPA BEIEEER Automatic nucleic acid extraction instrument

Sample pretreatment products

Nucleic acid extraction kit (magnetic bead) | Release reagent
Sample preservation solution
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INTRODUCTION TO SUBSIDIARIES ()

Zhuhai BTE Biotechnology Co.Ltd., founded in March 2021, is an automatic life science instrument and
equipment supplier. The company has an experienced R & D team, and has declared 7 related product patents

since its establishment.

With enterprising and innovative, integrity and responsible business philosophy, BTE will layout molecular
diagnosis, immunology, scientific instruments and other fields. We commit to providing customers with high-

quality product solutions and professional service.

CM-8 / CM-8 Plus

Centrifugal mixer =

Ingenious design
Exquisite appearance

drill-cut design <« et

high quality
Graded locking

Smooth operation < [F R Ay

Small size and portable

Integrated pallet design

Good uniformity between tubes

Stable baseline in PCR

Intelligent actions

Compound knob <GS IPALIEEE K

Smart Halo
Easy-to-use with start/stop combo button

Low-noise operation
Polarization shutdown
Automatically operation and reliable

Inductive control

Open cover protection (G R abIE i)

Smart and versatile

A new option to improve PCR hands-on efficiency and uniformity between tubes

Technical Specifications

CM-8 Technical Specifications

Specifications
Centrifugation RPM
Minimum Speed Regulation
Operating mode
Mixing Intensity Level
Rotor Capacity
Lock Mode of Rotor
Lock Force
Procedural memory
Program Cycle
Open cover protection
Abnormalvibration Halting
Input
Maximum input power
Size(mm)

Weight

Parameter
1500-4000rpm
100rpm
Centrifugal and mix
Strong, medium and soft
8-strip tubes
Quick-release knob
Multilevel adjustment
Yes
1-999
Induction Type
Yes
AC 100~240V, 1.4A, 50/60HZ
60W
218mmx234mmx136mm
=1.5kg

Specifications
Centrifugation RPM
Minimum Speed Regulation
Operating mode
Mixing Intensity Level
Rotor Capacity
Lock Mode of Rotor
Lock Force
Procedural memory
Program Cycle
Open cover protection
Abnormalvibration Halting
Input
Maximum input power
Size(mm)

Weight

CM-8 Plus Technical Specifications

Parameter
1500-4000rpm
100rpm
Centrifugal, mix, Centrifugal and mix
Strong, medium and soft
8-strip tubes, 1.5/2mL Centrifuge tube
Quick-release knob
Multilevel adjustment
Yes
1-999
Induction Type
Yes
AC 100~240V, 1.4A, 50/60HZ
60W
218mmx234mmx136mm
=1.5kg
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BTE-8 / BTE-32

Full automatic nucleic acid extractor ==

BTE-8

High-efficiency operation

Operating 1-8 samples flexibly
Rotary mix; efficientand mute

Convenient operation

The consumables compartment
ejects automatically

Technical Specifications

BTE-32 Technical Specifications

Specifications Parameter
Sample throughput 1~32

Processvolume 20~1000pL
Bead recovery rate =>98%
Inter-pore uniformity CV<3%

Rate of recovery 70%-130%

Extraction capacity Classfg

Suitable foravariety of magnetic bead method
nucleic acid extraction and purification reagents

Create, edit, save, delete, and more

Exhaust ventilate, ultraviolet
disinfection function, self-cleaning
Standard 96 deep-well plates
and 8-link magnetic rod sleeves

Maximum output power 350W

Compatibility
Program management
Pollution control

Consumables

Data storage Built-in SD card; 255 groups of programs can be stored

Size(mm) 360X 382X480
Weight <20kg
BTE-32

Intelligent recyclable magnetic adsorption,
fast and efficient operation

The instrument can complete the nucleic acid
extraction of 1-32 samples within 12-20 minutes,
and the magnetic suction can be repeatedly cycled,
and the recovery rate of magnetic beads is =98%.

Simple structure, unique appearance

& PAGE-37
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and powerful ‘ o

10-inch color low-position touch screen,
ergonomic design, silent electronic control
cabin design, and card-type sliding interface,
improving aesthetics and operating comfort.

¥ NEW_

Hardcore system

High precision & high efficiency
temperature control
50ul-3200ul huge operating volume

Intelligent design

Operation by one smart knob
Novel vertical design to save space

oAt i e )

NEWW
BTE-8 Technical Specifications

Specifications Parameter
Samplethroughput 1~8
Processvolume 50ul~1000ul(standard), 1000~3200pl
Productname Automatic nucleicacid extraction instrument
Code BTE-8
Inter-pore uniformity CV<3%
Rotate speed Multi-position
Extractingtime 8-20mins/time (typical value)

Illuminating system Internal LED

Sterilization Ultravioletray
'{g%%/g}gttiﬁg Room temperature~120°C
Maximum output power 90w
Powerinput DC24v
Size(mm) 170X360X356
Weight <Tkg

Using BTE nucleic acid extraction kit (Magnetic Beads-based Method), the
procedure of nucleic acid extraction can be completed within 8 minutes!

Convenient operation,

and one-click disassembly
Simplified operation steps, user-friendly
function settings, removable magnetic rods for
easy maintenance and replacement, effectively
extend the service life of the instrument.

Scientific and technological wisdom
anti-fouling, stable and reliable
Automatic lighting control, intelligent matching
of "disinfection" and "extraction" status, and

intelligent negative pressure system, reducing
cross-contamination risk.




Sample

pretreatment products

B Nucleic acid extraction reagent (magnetic bead)

PRODUCT DETAILS

Name

MagBio Viral
DNA/RNAKit |

MagBio Fast Viral
DNA/RNA Kit

MagBio Swab
DNA/RNAKit Il

Features

(DHigh sensitivity: DNA virus nucleic acid extraction
concentration can be as low as 101U/mL; RNA virus
nucleic acid extraction concentration can be as low
as 501U/mL.

@Wide application: suitable for the extraction of
various DNA and RNA,; it can easily extract
oral/pharyngeal swab washes, whole blood,
plasma,serum, saliva, bronchoalveolar lavage fluid
and other liquid samples nucleic acid.

®Simple and safe: avoid centrifugation, easy to
operate; no toxic reagents such as chloroform and
phenol, and high safety.

(DExtensive range of samples: It can easily extract
nucleic acids from liquid samples such as oral and
nose swabs, whole blood, plasma, serum, saliva,
and bronchoalveolar lavage fluid.

(@Efficient and fast: It only takes 10 minutes for
automated equipment to extract 96 sample
programs at a time.

(DEfficient and time-saving: The automated
equipment takes only 8.5 minutes to extract swab
samples.

@High sensitivity: RNA virus extraction
concentration can be as low as 100copies/mL.

® Simple operation: one-step cleavage and
binding, one-step cleaning, one-step elution, and
three-step method to complete nucleic acid
purification.

@Stable and reliable: The reagents are equipped
with automatic extraction equipment, and the test
results are more stable and reliable.

Specification Code

IME-DRO601-I

Bottled package

(32/48/64/96T) IME-DR0601-1-B32T/48T/64T/96T

Deep-well Multiwell
Plate package IME-DR0601-1-W32T/48T/64T/96T
(32/48/64/96T)

IME-DRO601-II

Bottled package

(32/48/64/96T) IME-DR0601-111-B32T/48T/64T/96T

Deep-well Multiwell
Plate package IME-DRO601-111-W32T/48T/64T/96T
(32/48/64/96T)

IME-DRO101-II

Bottled package

(32/48/64/96T) IME-DR0101-1I-B32T/48T/64T/96T

Deep-well Multiwell
Plate package IME-DRO101-11-W32T/48T/64T/96T
(32/48/64/96T)
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Name

MagBio Swab
DNA/RNA Kit |

MagBio Swab
DNA/RNA Kit 11l

MagBio
Plasma/Serum
DNA/RNA Kit

MagBio Blood
DNA/RNA Kit Il

& PAGE-39

Features

(DProteinase K-Free: No need to add proteinase K,
the operation is easier.

@High sensitivity: RNA virus nucleic acid extraction
concentration can be as low as 200copies/mL.

@ Efficient and time-saving: the automated
equipment takes only 10.5 minutes to extract swab
samples;

@Stable and reliable: The reagents are equipped
with automatic extraction equipment, and the test
results are more stable and reliable.

(®High safety: It does not contain toxic reagents
such as chloroform and phenol, and the operation
is safer.

® Simple operation: one-step cleavage and
binding, one-step cleaning, one-step elution, and
three-step method to complete nucleic acid
purification.

(DEfficient and time-saving: The automated
equipment takes only 10.5 minutes to extract swab
samples.

(@High sensitivity: RNA virus extraction concentration

can be as low as 200copies/mL.

(3 Simple operation: one-step cleavage and binding,

one-step cleaning, one-step elution, and three-step
method to complete nucleic acid purification.

@Full-component alcohol-free: The whole reagent is

alcohol-free, free from drying and safer.

(DEfficient and time-saving: The automated
equipment takes only 8.5 minutes to extract
plasma samples.

(@High sensitivity: DNA virus extraction
concentration can be as low as 501U/mL.

3 Simple operation: one-step cleavage and
binding, one-step cleaning, one-step elution, and
three-step method to complete nucleic acid
purification.

@ Alcohol-free cleaning solution: Cleaning is
alcohol-free, free from drying, and faster.

(MConvenient and safe: avoid centrifugation, easy
to operate, and high safety; no toxic reagents such
as chloroform and phenol.

(@High sensitivity: The DNA virus extraction

concentration in the whole blood sample can be as

low as 501U/mL.
3 Alcohol-free cleaning solution: Alcohol-free
cleaning, free from drying, and more stable.

Specification Code

IME-DRO101-I

Bottled package

(32/48/64/96T) IME-DR0101-1-B32T/48T/64T/96T

Deep-well Multiwell
Plate package
(32/48/64/96T)

IME-DRO101-1-W32T/48T/64T/96T

IME-DRO101-I1I

Bottled package

(32/48/64/36T) IME-DRO101-1I-B32T/48T/64T/96T

Deep-well Multiwell
Plate package
(32/48/64/96T)

IME-DRO101-111-W32T/48T/64T/96T

IME-DR1001-I

Bottled package

(32/48/64/36T) IME-DR1001-1-B32T/48T/64T/96T

Deep-well Multiwell
Plate package
(32/48/64/96T)

IME-DRO101-111-W32T/48T/64T/96T

IME-DR1001-II

Bottled package

(32/48/64/96T) IME-DR1001-11-B32T/48T/64T/96T

Deep-well Multiwell
Plate package
(32/48/64/96T)

IME-DR1001-1I-W32T/48T/64T/96T



Name Features Specification Code

IME-DRO601-1
(MUniversal application: suitable for the extraction of

various DNA and RNA; it can easily extract nucleic
acid from oral/pharyngeal swab washing fluid,

whole blood, plasma,serum, saliva, bronchoalveolar ~ Bottled package =
’ ’ ’ ’ IME-DR0O601-11-B32T/48T/64T/96T <
lavage fluid and other liquid samples . (32/48/64/96T) 4817641/ Ea
MagBio Viral @High sensitivity: RNA virus extraction 2
DNA/RNAKit Il concentration can be as low as 200copies/mL. w
® Enzyme-free treatment: no need to add 9'_ g
. =
E@rc;tel&ase z liable: Th l Deep-well Multiwell ~
; gf Cene e e test re?tits remere Plate package  IME-DROGO1-II-W32T/48T/64T/96T 5
stable and reliable when using with automatic (32/48/64/96T) c
extraction equipment. e}
5
IME-DR0401 S
DIt can process various types of animal tissue ;
samples such as genitals, viscera, and skin. Bottled package . i |
MagBio Tissue @Flexible sample pre-processing methods can be (32/48/64/96T) =D RESOI R e Elo T ;

DNA/RNA Kit provided.
(®Easy to use and can be adapted to automated

NI SNA RAW MATERIALS FOR

) eee ) Deep-well Multiwell n
instruments for nucleic acid extraction. Plate package IME-DRO401-W32T/48T/64T/96T %
(32/48/64/96T) c

&

IME-DR0O501 ]

Bottled package
MagBio Plant DIt can process various types of plant samples (32/48/64/96T)
DNA/RNA Kit such as leaves, seeds, rhizomes, etc.
@t is easy to use and can be adapted to
automated instruments for nucleic acid extraction.

IME-DR0501-B32T/48T/64T/96T

Deep-well Multiwell
Plate package IME-DR0O501-W32T/48T/64T/96T
(32/48/64/96T)

IME-D1201

Bottled package

(DSuitable for DNA extraction from sweet potato, (32/48/64/96T)

MagBio Starch cassava, corn and other edible starches.
DNA Kit @It is easy to use and can be adapted to
automated instruments for nucleic acid extraction.

IME-D1201-B32T/48T/64T/96T

; - Deep-well Multiwell
OEelSEeienRiee Plate package  IME-D1201-W32T/48T/64T/96T
(32/48/64/96T)

IME-D1701

Bottled package
@It is suitable for extracting free nucleic acid from (50/?00) & IME-D1701-B50T/100T

plasma/serum samples.

MagBio F.ree @The sample processing volume is flexible and
DNA Kit optional, maximum 10ml. Deep-well Multiwell
(Easy to use, safe and non-toxic. Plate package IME-D1701-W50T/100T
(50/100)

*Welcome to consult the detailed sample
size processing range
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B Disposable virus sampling tube

P NEW

Disposable virus sampling tube products are mainly used for sample collection, transportation and storage. By

d t t t
ays at room temperature and other samples.

ES fully mixing the collected samples with the virus nucleic acid preservation solution, the virus in the samples can
m E be inactivated, and the virus in the samples can be effectively guaranteed. The integrity of the viral nucleic acid is
3o maintained, the collected samples can be transported at room temperature and stored for a long time, and the
(2} . . . . . .

z preserved viral nucleic acid samples can be widely used in PCR detection, etc.

=
23
65
mZ Product Features
o2 Safe and stable High compatibility Simple operation Wide applicability
O wn
E § Inactivated samples to protect SuliElleiorimoutn, nes
9 operator safetv: sample nucleic Compatible with a and throat swab samples,
S P Y P variety of nucleic acid Easy to use and operate serum/plasma samples,

acids can be stored stably for 14 : . . )

o extraction reagents. virus culture fluid, saliva
G
>
@
m
=
_|
(7]
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Product model number [ Specification

Product composition/
Model number

Code CYGO1-SP-1 CYGO1-SP-2 CYGO1-SP-3 CYGO1-AP-1 CYGO1-AP-2

Viral nucleic acid
preservation solution

SRS SIp=2 SP-3 AP-1 AP-2

2mL/Tube x50 6mL/TubeXxX50  11mL/TubeX25  3mL/TubeX50 5mL/TubeXx50

sampling tube 10mL TubeXx50 10mL Tubex50 30mLTubex25 10mLTubeX50 10mL TubeXx50
Sampling swab 1swabXx50 1swabXx500 1swabXx500 1swabX50 1swabX50
Productinstruction 1 1 1 1 1
Remark Onehumansample 10in1 20in1 Animalsample EnVisr;nrl?lintal
Special Note Sampling swabs are optional and packaged separately, which is notincluded in the kit.

i
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gRT-PCR&RT-PCR raw materials Molecular diagnostic POCT
«MMLV reverse transcriptase raw materials

«Tth lyophilized
*One-step premix can match with UNG+dUTP
+ Lyophilized enzyme

« Premix

qPCR&PCR raw materials « Direct, fast PCR raw materials
«Hotstart Tag polymerase
*Premix

can match with UNG+dUTP

W

Business layout n

(magneticbead) §pEFX
Nucleic acid extraction kit

e Universal | oleel S

PCR ancillary product Quick B
-UNG

«Alcohol-free [IEEETEIET
* TS-UNG

Instrument §3EEMN
Isothermal amplification All-in-one Centrifugal Mixer

«dNTP
[ hot startversion Jlyophilized]

« LAMP : - Automatic nucleic acid
Biomedicine

* RT-LAMP [NEW] extraction instrument

«Multiple enzyme fast + mRNAvaccine raw materials enzyme

« Quality and safety control of
biological products

Automatic extraction instrument and reagent

@

isothermal amplification

Enterprise duty

Develop upstream technology and

service diagnosis industry.
Create value for customers,

teams and society.

Enterprise values
Honest and responsible,
enterprising and innovative

Enterprise vision
Pursuit of excellence,
Guardian Life

CORPORATE CULTURE



Official website LinkedIn

Zhuhai Biori Biotechnology Co.,Ltd

Tel: +86-0756-8699969

Email: marketing@biori.com.cn
Web: www.biori-en.com
Address: No. 333, Pingbei 1st Rog

TTCC0C-C-Y-IMSye
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